54. (Unamended) An antibody producing cell which produces the antibody or fragment 
thereof according to claim 53. 



Please add theJpHtw claims. 

^ ^\\ ^5. An isolated polynucleotide^consisting of the nucleotide sequence set forth in SEQ 
ID No. 1,2,3,4, 5, 10, 12, 13, or 15. 



56. An isolated polynucleotide consisting of a nucleotide sequence which encodes a 
polypeptide having the amino acid sequence of SEQ ID No. 6, 7, 8, 9, 1 1 or 14. 



REMARKS 

Favorable reconsideration is respectfully requested in view of the foregoing amendments and 
the following remarks. 

Claims 34-37 and 40-52 have been amended, and new claims 55 and 56 have been added. 
The claim amendments and new claims have been presented to put the claims in better form, to 
more particularly define the present invention and to address each ground of rejection set forth by 
the Examiner. Support for the claim amendments and new claims is readily apparent from the 
teachings of the specification and the original claims. 



Applicants wish to note that unless specifically recited in the arguments below, the 
changes to the claims are merely editorial in nature and should not be construed to narrow the 
scope of the claims. It should be noted that some changes have also been effected to broaden the 
scope of the claims. Applicants believe that the effect of the changes to the claims should be 
evident on its face and thus, require no further comment. 

With regard to the rejection of claims 34-49 under 35 U.S.C. §112, first paragraph, this 
rejection is deemed to be untenable and is thus respectfully traversed. 

Applicants have amended claims 34 and 35 to more particular define that the claimed 
nucleotide sequence is derived from a CHD-gene of a bird or a part thereof and that the 
polynucleotide hybridizes to the genomic DNA of a bird. In other words, the claimed 
polynucleotides now clearly relate to CHD sequences and would hybridize to a bird's genomic 
DNA. Thus, the Examiner's concerns regarding which nucleotide sequence encoding the 
polypeptide having the amino acid sequence of SEQ ID No. 6, 7, 8, 9, 1 1 or 14 can be used in the 
present invention is unfounded since the claims do not encompass those polynucleotides which do 
not hybridize to the genomic DNA of a bird. 

Further, with regard to claims 48 and 49 directed to a method of determining the sex of a 
non-ratite bird by hybridization, Applicants believe that the Examiner is incorrect in stating that 
the specification only teaches how to distinguish between CHD-1 A and CHD-W by restriction 
digest. The use of antibodies as a method to detect specific proteins/polypeptides or peptides is 
well known to those skilled in the art. A method to detect the CHD-W polypeptide which utilizes 
antibodies was clearly envisaged by the inventors. Support for this embodiment can be found on 
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page 10, lines 15-26 and page 1 1, lines 3-20, of the specification. In addition, the specification 
also clearly indicates that methods other than restriction digest can be used to differentiate 
between the CHD-1 A nucleic acid sequence and the CHD-W nucleic acid sequence. Support for 
such methods can be found on page 12, lines 15-28, page 13, lines 10-24, page 14, lines 1-16, 
page 20, lines 5-6, page 21, lines 8-15, page 25, lines 15-24, and page 26, lines 7-16, of the 
specification. In further support of the above, Applicants will be submitting references in the near 
future for the Examiner's review and consideration. 

Thus, in view of the above, this rejection can no longer be sustained and should be 
withdrawn. 

With regard to the rejection of claims 36-41 and 44-47 under 35 U.S.C. §112, second 
paragraph, this rejection is also deemed to be untenable and is thus respectfully traversed. Applicants 
have amended the claims to directed to a polynucleotide or fragment which gives "a specific signal 
only on the W chromosome upon hybridisation to genomic DNA of a non-ratite bird". Applicants 
believe that such an amendment should be sufficient to alleviate the Examiner's concerns and persuade 
the Examiner to withdrawn this rejection. 

With regard to the rejection of claims 36-47 under 35 U.S.C. § 102(b) as being anticipated by 
Delmas et al., this rejection is deemed to be untenable and is thus respectfully traversed. 

To constitute anticipation of the claimed invention, a single prior art reference must disclose 
each and every material element of the claim. Here, in this case, the polynucleotide of Delmas et al. 
is clearly outside the scope of the claims. As argued previously, the phrase "moderate to high 



stringency" is specifically defined on page 9, lines 13-15, of the specification as corresponding to 
about at least 75% homology. The Delmas et al. polynucleotide has only a 66.7% homology to SEQ 
ID No: 2, 44. 1% homology to SEQ ID No: 3, 45.6% homology to SEQ ID No: 4, 45. 1% homology 
to SEQ ID No: 5, 5 1 .4% homology to SEQ ID No: 10 and 67.2% homology to SEQ ID No: 15, all 
of which falls well outside the scope of the claims (i.e. about at least 75% homology). Further, 
Delmas et al. do not at all teach fragments of its polynucleotide . Lastly, Delmas et al. do not teach 
or suggest a polynucleotide comprising a nucleotide sequence derived from a CHD-gene of a bird or 
a part thereof and which hybridizes to the genomic DNA of a bird. The polynucleotide of Delmas et 
al. is a mouse cDNA and encodes a mouse CHD protein . 

Thus, Applicants submit that claims 36-47 are novel over the teachings of Delmas et al 
and that the rejection under 35 U.S.C. § 102(b) in view of Delmas et al should be withdrawn. 

With regard to the rejection of claims 36-41 under 35 U.S.C. § 1 02(b) as being anticipated 
by random hexameric nucleic acids, product CI 181 in the 1990/1991 Promega Biological 
Research Products Catalog (page 138), this rejection is deemed to be untenable for the same 
reasons as noted above and is thus respectfully traversed. Like Delmas et al, the cited reference, 
1990/1991 Promega Biological Research Products Catalog, does not teach or suggest at all that 
the claimed polynucleotide comprise a nucleotide sequence derived from a CHD-gene of a bird or 
a part thereof, and be hybridizable to the genomic DNA of a bird. Further, the cited reference also 
does not teach or suggest that fragments of the claimed polynucleotide give a specific signal only 
on the W chromosome upon hybridisation to the genomic DNA of a non-ratite bird. Thus, since 



, of the changes made to the claims by the current 



longer be sustained and should be withdrawn. 

Attached hereto is a marked-up version . 
amendment. The attached page is captioned vergpjLB 

Applications now in condition fo, ahowance. Such action is thus respectMy soUcited. 

„ r beiieves tha, dhec, communication with ApphW — » — * *" " 
tW s case, theExaminer is invited to contact the undersigned at the teiephone number betow. 



Respectfully submitted, 
Richard GRIFFITHS et al. 




Lee Cheng. 
Registration No. 40,949 
Attorney for Applicants 



LC/gtn 

Washington, D.C. 
Telephone (202) 721-8200 
Facsimile (202) 721-8250 

July 18, 2002 
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a RECEIVED 
JUL 2 3 2002 
S TO SHOW CHAl^^iW ^ 900 

34. (Amended) An isolated nucle o tide scquencep olymicleotide comprising the nucleotide 
sequence: ac^^ 4, 5, 10, 12, 13, or 15|^.^^^b v 

feeing 

35. (Amended) An isolatedfj^^ nucleotide sequence which 
encodes a polypeptide comp r is i ngfa ia^g; the amino acid sequence dtcordiiy to : ^ | SEQ ID No. 6, 
7, 8 a 9,1 1 or 1 4 • km<&^ £ffiD*g^ a pari; 

36. (Amended) A fragment of the nucl e otide sequcncq^^|i^#^ according to claim 

34- and| which gives a W ch ro mosome specific signal only mih& W;b^pi^c3iie upon 
hybridisation to|ij||| genomic DNA of a non-ratite bird. 

37. (Amended) A fragment of the nucleotide s e qu e ncc pol^^^ according to claim 

35- andf which gives a W chromos o me specific signal i$y^^ upon 
hybridisation toil! genomic DNA of a non-ratite bird. 

38. (Unamended) The fragment according to claim 36, which is obtained by restriction 
endonuclease digestion. 

39. (Unamended) The fragment according to claim 37, which is obtained by restriction 
endonuclease digestion. 

40. (Amended) The fragment according to claim 36, wherein the non-ratite bird is selected 
from thidf^ turkey, duck and parrot. 

41. (Amended) The fragment according to claim 37, wherein the non-ratite bird is selected 
from ifee|^mu|i> ! ^bn^$tirig ^cS^chicken, turkey, duck and parrot. 

42. (Amended) An isolated nucl e otid e s e quencep fttffii^ hybridises under 
moderate to high stringency conditions to the nucleotide sequence| 3^I^Mckbtid€j according to 
claim 34. 

43. (Amended) An isolated nucleot i de gequcatej$ $}^fe which hybridises under 
moderate to high stringency conditions to the nucleotide sequenc<^ 1^iigfedti3e according to 
claim 35. 

44. (Amended) The nucleotide &equcnc c ^ t^uot^Oti^ according to claim 42, which gives 
a W chromos o me specific signaIj[€&i^.^ : ffie1Wf 5dj^S»s6m^ upon hybridisation toll! genomic 
DNA of a non-ratite bird. 

45. (Amended) The nucl e otid e s e quenccj poiynucleotid^ according to claim 43, which gives 



a v^hrnmosomrspecfic s.gnal orfy. .<*!*«... 

DNAofanon-ratitehrd. to claim 44 wherein the non-ratite 

Kld is elected from mejrow ,„ ddm 45 wherein the non-ratite 

J Lnratitebirdorofanemorvo, 
48 (Amended) A method for determining the sex of a non-ratvie 

cell or tissue thereof of polyme rase chain reactton from DNA 

(b) or (c), which result is mdicatrve of the sex 

ce» or tissue thereof* jr c|Mi „ g or ^erase chain reaction from DNA 

(b) or (c), which result is indicative of the sex 

thereof. . , 

50 (Amended) An avian CHD-protein, ^'^'or'a'cRmetope proU* 

fragment thereo^^fW^ ^ 34 or 35. 

micteotithrseqtten^^ ^cv^ 

^Amend^Aproternorfra— ^ 
cro 4rox*hi S de^ 

seqm^QlyttUcleotide of claim 34 o or 31 insidethe chromobox of-3, b, », 



No. 22-30. 

of claim 34 or 35* and ttmUmingpi^ps^ 

5 3. ^ended)Man ti bodyo, f r^en,thereofw hi ohspec iS c a ,,ybi»ds.o«heav i a„ 

CHD-protein of claim 50. 

54. (Upended) An antibody producing ceU which produces ,he andbody or .ragmen, 

thereof according to claim 53 . 



